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Two theoretical lenses

1Mulder 2007; Vidal and Huinink 2019 

2Vidal and Lersch 2021 

2. Mobility as a life-course process2

Trajectories rather than an event/status
Timing, sequencing, duration and direction 
(away, onward, return, etc.)

⌖
Place of origin as anchor
Defines opportunity structures and location-
specific capital (including family)

1. Family-of-origin (effects)1

⌂

Location of family in mobility decisions
Proximity to family facilitates support and contact

Socialization processes
Norms, expectations, resources, and barriers to mobility



Two theoretical lenses

Research gap
Evidence on family-of-origin influences has mainly focused on: 
- Mobility during the transition to adulthood (leaving home)3

- Proximity to kin as either a deterrent to moving away or a catalyst for moving closer4

Empirical strategy: compare sibling dyads to unrelated dyads using trajectory similarity across adulthood

4 Li and Huang 2025; Michielin et al. 2008; Mulder et al. 2020a, 2020b; Pertzikovitz et al. 2026; Pettersson and Malmberg 2009; Smits 2010 ; Thomassen 2021

We ask whether family-of-origin contexts are visible in long-term distance-from-origin trajectories?

3Leopold et al. 2012; Her et al. 2022
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Strategy and research questions



Finnish population register data

• Birth cohorts: 1970-1980

• Annual information on municipality of residence

• Years: 1987-2023

• Parent-child linkage (to identify full siblings)

Full analytical sample
Individuals with full residential histories over ages 18–43 

who moved at least once to a different municipality

N = 447,233



Trajectories of distance origins (age 17)

18 4338332823

4 trajectory examples



1 Full histories

Ages 18–43
Moved ≥ once

N = 447,233

One ego per family 
(at least two siblings)

2 Ego sample

10% of egos

N = 9,227

3 Pair each ego twice

Same ego, two alters

Sibling: ego + full sibling
N = 9,227 dyads

Unrelated: ego + unrelated alter
N = 9,227 dyads

Final analytical sample: N = 18,454 dyads
Sibling dyad + unrelated dyad per ego

Dyad construction



Analytic strategy

Sequence analysis in two complementary ways:



Analytic strategy

Sequence analysis in two complementary ways:

RQ1: Dyadic similarity
• Optimal Matching

Ego

Unrelated Alter

Sibling   

Each dyad gets a similarity score between 0-1 (1 = identical trajectories)



Analytic strategy

Sequence analysis in two complementary ways:

RQ1: Dyadic similarity
• Optimal Matching

• Linear regression models: 
y=similarity score , x=dyad type (sib vs unrelated)

Model 1. Unadjusted (raw similarity)

Model 2. Adjusted
urban–rural origin

childhood mobility 
parental separation 
parental education

age difference 
gender composition

Model 3. Fully interacted  (when similarity is strongest?)



Analytic strategy

Sequence analysis in two complementary ways:

RQ1: Dyadic similarity
• Optimal Matching 

• Linear regression models: 
y=similarity score , x=dyad type (sib vs unrelated)

Model 1. Unadjusted (raw similarity)

Model 2. Adjusted
urban–rural origin

childhood mobility 
parental separation 
parental education

age difference 
gender composition

Model 3. Fully interacted  (when similarity is strongest?)

RQ2: Trajectory types
• Cluster analysis (using CLARA)

• 18-cluster solution grouped into 5 meta-clusters of broader pathway families
• Conditional probability of cluster belonging



RESULTS



RQ1

Sibling similarity



Sibling similarity

Average dyadic similarity (0 = different, 1 = identical)

Model 1 reports unadjusted differences in average similarity between sibling and unrelated dyads. 



Sibling similarity

Average dyadic similarity (0 = different, 1 = identical)

Model 1 reports unadjusted differences in average similarity between sibling and unrelated dyads. 

Model 2 reports adjusted differences, controlling for:

shared childhood context (urban–rural origin)

childhood mobility

parental geographic separation

parental education

age difference

gender composition



Model 3 – fully interactive



When dyads are more similar?

Closer in age

Two males

Similar background



When are siblings more similar above the overall similarity pattern?

Twins

Same sex
(sister-sister/brother-brother)

Shared family experiences



RQ2

Similarity in types of spatial pathway 



Cluster analysis: 5 spatial pathways families

46%

35%

7%

7%

5%



Cluster analysis: 5 spatial pathways families

46%

35%

7%

7%

5%

What is the probability 
for Ego to share a 
cluster with each 

Alter? 

In which spatial 
pathway the 

family-of-origin has a 
stronger imprint?



Shared cluster membership



Shared cluster membership



Take home messages

• Siblings structure geographic proximity regarding timing, duration, and distance from 
origin in more similar ways than the unrelated.

• Therefore, the family of origin matters for adult geographic trajectories long after children 
leave the parental home.

• This gap is partly explained by background characteristics. 
(mutual influence and unobserved family processes)

• Sibling similarity is higher among same-sex (gendered socialization), closer in age 
(synchronized transitions), and those who shared childhood experiences.

• Family influence is apparent in all pathway types, but is strongest in trajectories involving 
geographic distancing.

• Spatial mobility should be considered a key mechanism through which social and spatial 

inequalities are reproduced (or mitigated) across generations.
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Initial study population
Lived in Finland at age 17; turned 18 in 1988–1998

N = 694,333

Full analytical sample
Individuals with full residential histories over ages 18–43 who moved at least once

N = 447,233

died or lived abroad before 43
n = 64,059

incomplete residential data
n = 6,561

missing ID for at least 1 parent
n = 13,177

never moved
n = 163,303

Sample selection

Excluded



Distribution of dyadic normalized similarity









Correspondence between Ego’s and Alter’s cluster



Preference/expectation for remaining nearby

Intergenerational transmission of
leaving home and moving far for education

Individualized process
Increased support needs/family ties

Within-family process
Siblings attraction – paving the way

Special type
Moving for family formation? (family norms)

Potential interpretations

Shared cluster membership
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